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e nauoMsadvasy (Digeorge syndrome or 22q11.2
deletion)

e nduoIMsIwsiaos-aa (Prader-willi)

e nauoMsiioviRanuu (Angelman)

e nduoimsns q ¥ (Cri Du Chat or 5p deletion)

e NduoI1Ms 1p36 deletion
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QF - PCR Ao msasowvnow@adndgovinsiulsu
Jwou 5 Arana 1aun Taslulsugn 13, 18, 21 na:
Tnsiulguiwa X na: Y lagrmmsanadiduionndoagiv
laglidoormsiunzidevisadidoiiiiuusumlagls
inAtA PCR nduiludinsKdosindon Sequencer
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JorvavINATA QF - PCR

o Tis:gz10alumssigviuwamalu 24 - 48 Foluv

o iN:AKSUlUNsn:thASIIaUSUutiow 1tovan
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Array CGH

Array CGH Ao msasovmnowaaunduevinsiulsuni
ADAIBY0EY  @WISNASOVEOURIADINEAUNGRD
yunaianiaidu Microdeletion, Microduplication H3o
Unbalanced Translocation 1duciu ?i\ﬂu'awmannmsov
wulavinmsasovaouinata Karyotype rSo QF — PCR
lagdiBuieyovdoagvv:gniUgoudanuansiSoviiay
ndothivilssuifisunu Reference DNA 1ilo31AS1:HIM1
Judouninurdeaua (Gain/Loss) uulAsiufzuiv 23
l[aglgs:gz0anlumssigviuwamelu 18 — 21 du

Array CGH 10umsason First Tier &vsSumisnravaasa
ADdnymucuuimsaid (Delayed Development), i
mo=oonddn (Autisic Spectrum Disorders), KSoi
AoWw@aUNdmMusIvoMendriitanuinngt 1 sta
(Multiple Congenital Anomalies) ciu ACMG’s —
statement Tut 2010
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INAUANISASOY Usuviu S:=gzIDa1NIsSs1yvIuwa
Karyotype 15 - 20 ml 14 - 18 du
-0t
(= QF - PCR 2-3ml 1-25u
»5
Array CGH 15-20ml 18 -2193u
2-5ml -
e (Heparinze tube) 7= 100u
=] 2-3ml
3 _ _Ba
1© QiSRCR (EDTA tube) 1-29%u
2-3ml -
Array CGH (EDTA tube) 18-213%u
POC 0.5 cm? _
8 QF - PCR EDTA 3 mi 1-25u
o POC 0.5 cm? _
Array CGH EDTA 3 mi 18-213%u




